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Abstract : Objective  To construct and identify the procaryotic expression vector of gB. Trying to induce the pET28a/gB and i~
dentify the expressed protein. Methods According to the nucleotide sequence of HCMYV in Genbank,a pair of primers with BamH
T and EcoR | sites at 5'-terminal 3'-terminal were designed and synthesized respectively and a HCMV gB DNA fragment was am-
plified by PCR. The amplified gB gene fragment was subcloned into pET28a vector by a series of molecular biological methods in-
cluding restriction digest and ligation, and transfection. The recombinant plasmid was induced under optimum conditions, then the
expressed production was identified by SDS-PAGE. The recombinant strain was lyzed by ultrasonic and harvested by centrifugation.
The sensitivity(95%) and specificity(96. 7% ) of pET28a/gB protein were identified by indirect ELISA. Results The interest pro-
tein was found in the supernatant,and its original biological activity is retained when compared with native protein. Conclusion The
pET28a/gB protein was successfully expressed and it is a solid foundation for developing new type-specific serological detection of
HCMV.
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